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Abstract:

The inflammatory response to viral infection is a double edged sword. While a robust
response is protective and required for pathogen clearance, excessive inflammation can be
detrimental and lethal for the host organism. Here, | use orthogonal next generation
sequencing approaches to evaluate the role of topoisomerase 1 (TOP1) in the control of
excessive inflammation during SARS-CoV-2 infection. Inhibition of TOP1 with the FDA-
approved drug topotecan, is sufficient to reduce deleterious inflammation in SARS-CoV-2
infected animals and improve disease outcomes. Overall, our data suggests that our
epigenome is a viable therapeutic target in the context of viral infection.
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